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^ 1: AAC39514. auxin transport p... 
[gi:3377509] 



BLink, Nucleotide, Related Sequences, PubMed, Taxonomy, 

LinkOut 



LOCUS 

DEFINITION 

ACCESSION 

PID 

VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



AAC39514 595 aa 

auxin transport protein REH1 
AAC39514 
g3377509 
AAC39514.1 GI 
locus AF056027 



PLN 

[Oryza sativa] . 



03-AUG-1998 



3377509 

accession AF056027.1 



Oryza 
Oryza. 



sativa. 
sativa 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



Protein 



CDS 



ORIGIN 



Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; Liliopsida; Poales; Poaceae; 
Ehrhartoideae; Oryzeae; Oryza. 

1 (residues 1 to 595) 

Luschnig,C, Gaxiola, R. A. , Grisafi,P. and Fink, G.R. 
EIR1, a root-specific protein involved in auxin transport, is 
r required for gravitropism in arabidopsis thaliana 
< Genes Dev. 12 (14), 2175-2187 (1998) 
.9.8344 010 

2 (residues 1 to 595) 
Luschnig,C, Grisafi,P. and Fink, G.R. 
Direct Submission 

Submitted (30-MAR-1998) Whitehead Institute 
Research, Nine Cambridge Center, Cambridge, 
Method: conceptual translation supplied by author. 
Location/Qualifiers 
1. .595 

/organism=" Oryza sativa" 
/db_xref = " taxon : 4530 " 
1. .595 

/product =" auxin transport protein REH1 " 
/name= "potential membrane protein" 
1..595 

/gene="REHl" 

/coded_by= "AF056027 . 1 : 152 . . 1939 " 



for Biomedical 
MA 02142, USA 



// 



1 mitaadfyhv mtamvplyva milaygsvkw wriftpdqcs ginrfvalfa vpllsfhfis 
61 tnnpytmnlr fiaadtlgkl mvlamltaws hlsrrgslew titlfslstl pntlvmgipl 
121 lkgmygefsg slmvqiwlq ciiwytlmlf mfeyrgarml iteqfpdtaa niasiwdpd 
181 wsldgrrda ietetevked grihvtvrrs nasrsdiysr rsmgfssttp rpsnltnaei 
241 yslqssrnpt prgssfnhtd fysmvgrssn fgaadafgvr tgatprpsny eddaskpkyp 
3 01 Ipasnaapma ghypapnpav ssapkgakka atngqakged lhmfvwsssa spvsdvfggg 
3 61 apdyndaaav ksprkmdgak dredyverdd fsfgnrgvmd rdaeagdeka aaaagadpsk 
421 amaaptampp tsvmtrlili mvwrklirnp ntyssligli wslvcfrwnf empaivlksi 
481 silsdaglgm amfslglfma Iqphiiacgn kvatyamavr flagpavmaa asfavglrgt 
541 llhvaivqaa lpqgivpfvf akeysvhpsi lstavifgml ialpitlvyy illgl 
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C 1: AAC39513. auxin transport p... 
[gi:3377507] 



BLink, Nucleotide, Related Sequences, PubMed, Taxonomy, 

LinkOut 



LOCUS 

DEFINITION 

ACCESSION 

PID 

VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL " 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



Protein 



AAC39513 647 aa 

auxin transport protein EIR1 
AAC39513 
g3377507 

AAC39513 .1 GI:3377507 

locus AF056026 accession AF05602 6 



PLN 03 -AUG- 199 8 

[Arabidopsis thaliana] . 



is 



CDS 



ORIGIN 



thale cress. 
Arab i dopsis thaliana 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta ; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae; Arabidopsis. 

1 (residues 1 to 647) 

Luschnig,C, Gaxiola, R. A. , Grisafi,P. and Fink, G.R. 
EIR1, a root- specific protein involved in auxin transport, 
required for gravitropism in arabidopsis thaliana 
Genes Dev. 12 (14), 2175-2187 (1998) 
98344010 

2 (residues 1 to 647) 
Luschnig,C, Grisafi,P. and Fink, G.R. 
Direct Submission 

Submitted (30-MAR-1998) Whitehead Institute 
Research, Nine Cambridge Center, Cambridge, 
Method: conceptual translation supplied by author. 

Location/Qualifiers 

1. .647 

/organi sm= " Arabidops i s thai i ana " 
/strain="Col-0" 
/ db_xr e f = " t axon * 3702 
1. .647 

/product = "auxin transport protein EIR1' 
/name= "potential membrane protein" 
1. .647 

/gene="EIRl" 

/coded_by="AF056026 . 1:19.. 1962 " 



for Biomedical 
MA 02142, USA 



// 



1 mitgkdmydv laamvplyva milaygsvrw wgiftpdqcs ginrfvavfa vpllsfhf is 
61 sndpyamnyh flaadslqkv vilaalflwq afsrrgslew mitlfslstl pntlvmgipl 
121 lramygdfsg nlmvqiwlq siiwytlmlf lfefrgakll iseqfpetag sitsfrvdsd 
181 vislngrepl qtdaeigddg klhvwrrss aassmissfn kshggglnss mitprasnlt 
241 gveiysvqss reptprassf nqtdfyamfn askapsprhg ytnsyggaga gpggdvyslq 
301 sskgvtprts nfdeevmkta kkagrggrsm sgelynnnsv psypppnpmf tgstsgasgv 
3 61 kkkesggggs gggvgvggqn kemnmfvwss saspvseana knamtrgsst dvstdpkvsi 
421 pphdnlatka mqnlienmsp grkghvemdq dgnnggkspy mgkkgsdved ggpgprkqqm 
481 ppasvmtrli limvwrklir npntysslfg lawslvsfkw nikmptimsg sisilsdagl 
541 gmamfslglf malqpkiiac gksvagfama vrfltgpavi aatsiaigir gdllhiaivq 
601 aalpqgivpf vfakeynvhp dilstavifg mlvalpvtvl yyvllgl 
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I- 1: AAD04376. putative auxin ef... 
[gi:4151319] 



BLink, Nucleotide, Related Sequences, PubMed, Taxonomy, 

LinkOut 



AAD04376 622 aa PLN 13-JAN-1999 

putative auxin efflux carrier protein; AtPINl [Arabidopsis 

thaliana] . 

AAD04376 

g4151319 

AAD04376 ,1 GI: 4151319 

locus AF089084 accession AF0890M....1 



LOCUS 

DEFINITION 

ACCESSION 
PID 

VERSION 
DBSOURCE 
KEYWORDS 
SOURCE thale cress. 

ORGANI SM Arabidopsis thaliana 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudi cotyledons; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae; Arabidopsis. 
REFERENCE 1 (residues 1 to 622) 

AUTHORS Galweiler,L. , Guan,C, Mueller, A., Wisman,E., Mendgen,K., 

Yephremov,A. and Palme, K. 
TITLE Regulation of polar auxin transport by AtPINl in Arabidopsis 

vascular tissue 
JOURNAL ■< Science 282 (5397), 2226-2230 (1998) 
MEDLINE 990743 68 
REFERENCE 2 (residues 1 to 622) 

AUTHORS Gaelweiler,L. , Changhui,G., Mueller, A., Wisman,E. and Palme, K . 
TITLE Direct Submission 

JOURNAL Submitted (26-AUG-1998) MDL in der Max-Planck-Gesellschaf t , 
Carl-von-Linne-Weg 10, Cologne 50829, Germany 
COMMENT Method: conceptual translation. 

FEATURES Location/Qualifiers 
source 1 . . 622 

/organism- "Arabidopsis thaliana" 
/cultivar= "Columbia" 
/db_xref = " taxon : 3702 " 
/chromosome= " 1 " 
/map= "between CRC and ADH" 
1. .622 

/product= "putative auxin efflux carrier protein" 
/name=" integral membrane protein" 
/note=" AtPINl" 
1. .622 

/gene=" PIN1" 

/coded Jdv="AF089084. 1:86. .1954" 



Protein 



CDS 



ORIGIN 



1 mitaadfyhv mtamvplyva milaygsvkw wkiftpdqcs ginrfvalfa vpllsfhfia 

61 annpyamnlr flaadslqkv ivlsllflwc klsrngsldw titlfslstl pntlvmgipl 

121 lkgmygnfsg dlmvqiwlq ciiwyilmlf Ifeyrgakll iseqfpdtag sivsihvdsd 

181 imsldgrqpl eteaeikedg klhvtvrrsn asrsdiysrr sqglsatprp snltnaeiys 

241 lqssrnptpr gssfnhtdfy smmasgggrn snfgpgeavf gskgptprps nyeedggpak 

301 ptaagtaaga grfhyqsggs gggggahypa pnpgmfspnt gggggtaakg napwggkrq 

3 61 dgngrdlhmf vwsssaspvs dvfgggggnh hadystatnd hqkdvkisvp qgnsndnqyv 
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421 ereefsfgnk dddskvlatd ggnnisnktt qakvmpptsv mtrlilimvw rklirnpnsy 
, 481 sslfgitwsl isfkwniemp aliaksisil sdaglgmamf slglfmalnp riiacgnrra 
' 541 afaaamrfw gpavmlvasy avglrgvllh vaiiqaalpq givpfvfake ynvhpdilst 

601 avifgmlial pitllyyill gl 

// 
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1 



r 

ID 081215 PRELIMINARY; PRT; 595 Aa. XP~0021 46833 

AC 081215; * 'V 1 a u*S* 

DT 01-NOV-1998 (TrEMBLrel - 08, Created) 
DT Ol-NOV-1998 (TrEMBLrel. 08, Last sequence update) 
DT Ol-NOV-1998 (TrEMBLrel. 08, Last annotation update) 
DE AUXIN TRANSPORT PROTEIN REH1 . 
GN REH1. 

OS Oryza sativa (Rice) . 

OC Eukaryota; Viridiplantae; Embryophyta; Tracheophyta; Spermatophyta; 
OC Magnoliophyta; Liliopsida; Poales; Poaceae; Oryza. 
RN [ 1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=98344010; PUBMED=967 9062; 

RA Luschnig C, Gaxiola R.A., Grisafi P., Fink G.R.; 
RT "EIR1, a root-specific protein involved in auxin transport, is 
RT required for gravitropism in Arabidopsis thaliana."; 
RL Genes Dev. 12:2175-2187(1998). 
DR EMBL; AF056027; AAC39514.1; -. 

SQ SEQUENCE 595 AA; 64717 MW; 81703D7382CEC2A8 CRC64; 

MITAADFYHV MTAMVPLYVA MILAYGSVKW WRIFTPDQCS GINRFVALFA VPLLSFHFIS 
TNN P YTMNLR FIAADTLQKL MVLAMLTAWS HLSRRGSLEW TITLFSLSTL PNTLVMGI PL 
LKGMYGEFSG SLMVQIWLQ CIIWYTLMLF MFEYRGARML ITEQFPDTAA NIASIWDPD 
WS LDGRRDA IETETEVKED GRIHVTVRRS NASRSDIYSR RSMGFSSTTP RPSNLTNAEI 
YSLQSSRNPT PRGSSFNHTD FYSMVGRSSN FGAADAFGVR TGATPRPSNY EDDASKPKYP 
LPASNAAPMA GHY PAPNPAV S SAPKGAKKA ATNGQAKGED LHMFVWSSSA SPVSDVFGGG 
APDYNDAAAV KSPRKMDGAK DREDYVERDD FS FGNRGVMD RDAEAGDEKA AAAAGADPSK 
AMAAPTAMPP TSVMTRLILI MVWRKLIRNP NTYSSLIGLI WSLVCFRWNF EMPAIVLKSI 
SILSDAGLGM AMFS LGLFMA LQPHIIACGN KVATYAMAVR FLAGPAVMAA AS FAVGLRGT 
LLHVAIVQAA LPQGIVPFVF AKEYSVHPSI LSTAVI FGML IALPITLVYY ILLGL 

// 
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IJ 1: AAC67319. putative auxin tr. 
[gi:3785972] 



BLink, Nucleotide, Related Sequences, PubMed, Taxonomy, 

LinkOut 



LOCUS 

DEFINITION 

ACCESSION 

PID 

VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



AAC67319 616 aa PLN 05-APR-2000 

putative auxin transport protein [Arabidopsis thaliana] . 
AAC67319 
g3785972 

AAC67319.1 GI:3785972 

locus AC005560 accession AC 005560.2 

thale cress. 
Ar ab ido psis thaliana 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophy ta ; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae; Arabidopsis. 
1 (residues 1 to 616) 

Lin,X., Kaul,S., Rounsley, S . D . , Shea, T. P., Benito , M. -I . , Town, CD. 
Fujii,C.Y., Mason, T.M., Bowman, C.L., Barns t ead, M. E . , 
Feldblyum,T.V. , Buell,C.R., Ketchum, K . A. , Lee, J. J., Ronning, C .M. , 
Koo,H., Moffat, K.S., Cronin,L.A., Shen,M., VanAken , S . E . , Umayam,L., 
Tallon,L.J., Gill, J. E., Adams,M.D., Carrera, A. J . , Creasy, T.H., 
Goodman, H.M. , Somervi 1 1 e , C . R . , Copenhaver , G . P . , Preuss,D. , 



TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



Protein 



Salzberg, S.L. , Fraser,C.M. 
2 of the plant Arabidopsis 



CDS 



ORIGIN 



Nierman,W.C. , White, 0., Eisen,J.A. 
Venter, J. C. 

Sequence and analysis of chromosome 
thaliana 

Nature 402 (6763), 761-768 (1999) 
20083487 
10 617 197 

2 (residues 1 to 616) 
Lin,X. 

Direct Submission 

Submitted (09-MAR-2000) The Institute for Genomic Research, 9712 
Medical Center Dr., Rockville, MD 20850, USA 
Method: conceptual translation. 

Location/Qualifiers 
1. .616 

/organism=" Arabidopsis thaliana" 
/cultivar=" Columbia" 
/ db_xr e f = " t axon : 3 7 0 2 " 
/chromosome= " II 11 
1. .616 

/product^" putative auxin transport protein" 
1. .616 
/gene="At2g01420" 

/coded__by= "complement (join (AC005 560 .2 : 7338. .7404, 
AC005560. 2:7509. . 7585 , AC005560 . 2 : 7680 . .7837, 
AC005560.2 : 8215. . 83 00 , AC005560 . 2 : 8440 . .8707, 
AC005560.2:8865. .10059) ) " 

1 mitwhdlytv ltawplyva milaygsvqw wkifspdqcs ginrfvaifa vpllsfhfis 



and 
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61 tndpyamnfr fvaadtlqki 
121 liamygtyag slmvqywlq 
^181 wsldghdfl etdaeigndg 
241 nfnhsdfysv mgfpggrlsn 
301 paagsypapn pefstgtgvs 
361 sdvfgggagd nvateqseqg 
421 aglnkmgsns taeleaaggd 
4 81 iwalvayrwh vampkilqqs 
541 rfitgpaima vagiaiglhg 
601 lialpitlvy yillgl 



imlvllalwa nltkngslew 
ciiwytlllf If eyrgakll 
klhvtvrksn asrrslmmtp 
fgpadlysvq ssrgptprps 
tkpnkipken qqqlqekdsk 
akeirmwsd qprksnargg 
gggnngthmp ptsvmtrlil 
isilsdaglg mamf slglfm 
dllriaivqa alpqgivpfv 



mitifslstl pntlvmgipl 
imeqfpetga sivsfkvesd 
rpsnltgaei yslsstprgs 
nfeennavky gfynntnssv 
ashdakelhm fvwsssaspv 
gddiggldsg egereiekat 
imwrklirn pntyssligl 
alqpkiiacg nsvatfamav 
fakeynviipt ilstgvifgm 



Revised: October 24, 2001 . 



Disclaimer | Wrjt„e.toihe He|p_Desk 
NCBI | NLM | NIH 



http://ww.nc. ^query.f^ 12/19/2001 



NCBI Sequence Viewer 



Page 1 of 2 




PubMed 



Nucleotide 



Protein 



Genome 



Structure 



Search l ProtelIi 0 for 

Limits 

Display ) default gpSave 



Text 



via. . . 

:V-:^/::iSPF9.'?5IJ>: 
PopSet Taxonomy OMIM B 



Clear 



Preview/Index 



History 



Clipboard 



Details 



C 1: T02876. probable auxin tr...[gi:7489524] BLink, Related Sequences, PubMed, Taxonomy, LinkOut 



LOCUS T02876 595 aa PLN 21-JUL-2000 

DEFINITION probable auxin transport protein - rice. 

ACCESSION T02876 

PID g7489524 

VERSION T02876 GI:7489524 

DBSOURCE pir: locus T02876; 

summary: #length 595 #molecular-weight 64717 #checksum 6414; 

genetic: #gene REH1; 

PIR dates: 24-Mar-1999 #sequence_revision 24-Mar-1999 #text_change 
21-Jul-2000. 

Oryza sativa. 
Oryza sativa 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophy ta ; 
Spermatophyta; Magnoliophyta; Liliopsida; Poales; Poaceae; 
Ehrhartoideae; Oryzeae; Oryza. 
1 (residues 1 to 595) 

Luschnig,C, Gaxiola, R . A. , Grisafi,P. and Fink,G.R. 
EIR1, a root-specific protein involved in auxin transport, is 
required for gravitropism in Arabidopsis thaliana 
'Genes Dev. 12 (14), 2175-2187 (1998) 
98344Q10 

Location/Qualifiers 
1. .595 

/organism=" Oryza sativa" 
/ db_xr e f = " t axon : 4 5 3 0 " 
Protein 1..595 

/product= "probable auxin transport protein" 



KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
FEATURES 

source 



ORIGIN 



1 mitaadfyhv mtamvplyva milaygsvkw wriftpdqcs ginrfvalfa vpllsfhfis 

61 tnnpytmnlr fiaadtlqkl mvlamltaws hlsrrgslew titlfslstl pntlvmgipl 

121 lkgmygefsg slmvqiwlq ciiwytlmlf mfeyrgarml iteqfpdtaa niasiwdpd 

181 wsldgrrda ietetevked grihvtvrrs nasrsdiysr rsmgfssttp rpsnltnaei 

241 yslqssrnpt prgssfnhtd fysmvgrssn fgaadafgvr tgatprpsny eddaskpkyp 

301 lpasnaapma ghypapnpav ssapkgakka atngqakged lhmfvwsssa spvsdvfggg 

361 apdyndaaav ksprkmdgak dredyverdd fsfgnrgvmd rdaeagdeka aaaagadpsk 

421 amaaptampp tsvmtrlili mvwrklirnp ntyssligli wslvcfrwnf empaivlksi 

481 silsdaglgm amfslglfma lqphiiacgn kvatyamavr flagpavmaa asfavglrgt 

541 llhvaivqaa lpqgivpfvf akeysvhpsi lstavifgml ialpitlvyy illgl 



// 
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r 1: AAD55507. auxin transport p...[gi:5902405] 



BLink, Domains, Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



REFERENCE 
AUTHORS 



TITLE 



AAD55507 640 aa linear PLN 16-SEP-1999 

auxin transport protein [Arabidopsis thaliana] . 

AAD55507 

AAD555 07 . 1 GI : 59024 05 

locus AC008148 accession AC008148 . 2 

Arabidopsis thaliana (thale cress) 
Arabidopsis thaliana 

Eukaryota ; Viridiplantae ; S treptophyta ; Embryophyta ; Tracheophyta ; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae ; Arabidopsis. 

1 (residues 1 to 640) 

Federspiel , N . A . , Palm, C . J. , Conway, A. B., Conn,L., Hansen, N.F., 
Altafi,H., Araujo,R., Huizar,L., Rowley, D., Buehler,E., Dunn,P., 
Gonzalez , A. , Kremenetskaia, I . , Kim,C, Lenz,C, Li, J., Liu,S., 
Luros,S., Schwartz, J., Shinn,P., Toriumi,M., Vysotskaia , V . S . , 
Walker, M . , Yu,G., Ecker,J., Theologis,A. and Davis, R.W. 
Unpublished 

2 (residues 1 to 640) 

Federspiel , N . A. , Palm, C. J., Conway, A. B., Conn,L., Hansen, N.F., 
Altafi,H., Araujo,R., Huizar,L., Rowley, D., Buehler,E., Dunn, P., 
Gonzalez, A., Kremenetskaia, I . , Kim,C, Lenz,C, Li, J., Liu,S., 
Luros,S., Schwartz, J., Shinn,P., Toriumi , M . , Vyotskaia, V. , 
Walker, M. , Yu,G., Ecker,J., Theologis,A. and Davis, R.W. 
Direct Submission 

Submitted (27-JUL-1999) DNA Sequencing and Technology Center, 
Stanford University, 855 California Avenue, Palo Alto, CA 94304, 
USA 

3 (residues 1 to 640) 

Federspiel, N. A. , Palm, C. J., Conway, A. B., Conn,L., Hansen, N.F., 
Altafi,H., Araujo,R., Huizar,L., Rowley, D., Buehler,E., Dunn, P., 
Gonzalez, A., Kremenetskaia, I . , Kim,C, Lenz,C, Li, J., Liu,S., 
Luros,S., Schwartz, J., Shinn,P., Toriumi, M. , Vyotskaia, V. , 
Walker, M . , Yu,G., Ecker,J., Theologis,A. and Davis, R.W. 
Direct Submission 

Submitted (03 -AUG-1999) DNA Sequencing and Technology Center, 
Stanford University, 855 California Avenue, Palo Alto, CA 94304, 
USA 

4 (residues 1 to 640) 

Federspiel, N. A. , Palm, C. J., Conway, A. B., Conn,L., Hansen, N.F., 
Altafi,H., Araujo,R., Huizar,L., Rowley, D., Brooks, S., Buehler,E., 
Chao,Q., Dunn, P., Gonzalez, A., Khan,S., Kremenetskaia, I . , Kim,C, 
Lenz,C, Li, J., Liu,S., Luros,S., Schwartz, J., Shinn,P., 
Toriumi, M., Vyotskaia , V. , Yu,G., Ecker,J., Theologis,A. and 
Davis , R . W . 
Direct Submission 



http://www.ncbi.nlm.nih.goW 4/9/03 
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JOURNAL " Submitted (16-SEP-1999) DNA Sequencing and Technology Center, 

Stanford University, 855 California Avenue, Palo Alto, CA 94304, 
USA 

Method: conceptual translation supplied by author. 
Location/Qualifiers 
1. .640 

/organism= M Arabidopsis thaliana" 

/ VAX/ W-L C X. — \- aAWil . ~J I \J £a 

I chromosome= " I " 
/clone=" F15H11" 
1. .640 

/product=" auxin transport protein" 
CDS 1..64 0 

/gene="F15H11.14 , » 

/coded_by=" j oin (AC00 814 8 .2 : 60770. .62000, 
AC008148 .2 : 62 076 . . 62 37 9 , AC008148 . 2 : 624 60 . . 62 545, 
AC00 814 8 .2 : 62 982 . . 63 13 9 , AC008148 . 2 : 63225 .. 63 301, 
AC00 814 8 .2 : 634 05 . .63471) " 

/note= "auxin transport protein involved in polar auxin 
transport, gi | 5817301" 



COMMENT 
FEATURES 

source 



Protein 



ORIGIN 



miswhdlytv 
tnnpyamnlr 
liamygeysg 
181 wsldghdfl 
241 rgsnfnhsdf 



1 
61 
121 



// 



ltaviplyva milaygsvrw wkifspdqcs ginrfvaifa vpllsfhfis 

fiaadtlqki imlsllvlwa nftrsgslew sitifslstl pntlvmgipl 

slmvqiwlq ciiwytlllf lfefrgakml imeqfpetaa sivsfkvesd 

etdaeigddg klhvtvrksn asrrsfcgpn mtprpsnltg aeiyslsttp 

ynmmgfpggr lsnfgpadmy svqssrgptp rpsnfeenca massprfgyy 

3 01 pgggagsypa pnpefssttt stanksvnkn pkdvntnqqt tlptggksns hdakelhmfv 

3 61 wssngspvsd raglnvfgga pdndqggrsd qgakeirmlv pdqshngetk avahpasgdf 

421 ggeqqfsfag keeeaerpkd aenglnklap nstaalqskt glggaeasqr knmppasvmt 

481 rlilimvwrk lirnpntyss ligliwalva frwhvampki iqqsisilsd aglgmamfsl 

541 glfmalqpkl iacgnsvatf amavrfltgp avmavaaiai glrgdllrva ivqaalpqgi 
601 vpfvfakeyn vhpailstgv ifgmlialpi tlvyyillgl 
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LOCUS 

DEFINITION 

ACCESSION 

PID 

VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



Protein 



CDS 



AF087818_1 640 aa PLN 02-SEP-1999 

auxin transport protein [Arabidopsis thaliana] . 

AAD52695 

g5817301 

AAD52 695 .1 GI: 58173 01 

locus AF087818 accession AF087818.1 

thale cress. 
Arabido psis thaliana 

Eukaryo ta ; Vir idiplan tae ; Strep tophyta ; Embryophy ta ; Tracheophyta ; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae; Arabidopsis. 

1 (residues 1 to 640) 

Friml,J., Wisniewska , J . and Palmed. 
PIN gene family in Arabidopsis thaliana 
Unpublished 

2 (residues 1 to 640) 

Friml,J., Wisniewska, J . and Palme, K. 
Direct Submission 

Submitted (28-AUG-1998) MDL, MPIZ, Carl von Linne Weg 10, Koeln 
5 0829, Germany 

Method: conceptual translation. 

Location/Qualifiers 
1. .640 

/organism= "Arabidopsis thaliana" 
/db_xref = " taxon : 37 02 " 
/chromosome=" I " 
/map="near PAB5 " 
1. .640 

/function=" involved in polar auxin transport" 
/product=" auxin transport protein" 
1. .640 

/gene=" PIN3 " 

/coded_by="AF087 818 . 1 : 106 . . 2028 " 



ORIGIN 



1 miswhdlytv Itaviplyva milaygsvrw wkifspdqcs ginrfvaifa vpllsfhfis 
61 tnnpyamnlr fiaadtlqki imlsllvlwa nftrsgslew sitifslstl pntlvmgipl 
121 liamygeysg slmvqiwlq ciiwytlllf lfefrgakml imeqfpetaa sivsfkvesd 
181 wsldghdfl etdaeigddg klhvtvrksn asrrsfcgpn mtprpsnltg aeiyslsttp 
241 rgsnfnhsdf ynmmgfpggr lsnfgpadmy svqssrgptp rpsnfeenca massprfgyy 
301 pgggagsypa pnpefssttt stanksvnkn pkdvntnqqt tlptggksns hdakelhmfv 
361 wssngspvsd raglnvfgga pdndqggrsd qgakeirmlv pdqshngetk avahpasgdf 
421 ggeqqfsfag keeeaerpkd aenglnklap nstaalqskt glggaeasqr knmppasvmt 
481 rlilimvwrk lirnpntyss ligliwalva frwhvampki iqqsisilsd aglgmamfsl 
541 glfmalqpkl iacgnsvatf amavrfltgp avmavaaiai glrgdllrva ivqaalpqgi 
601 vpfvfakeyn vhpailstgv ifgmlialpi tlvyyillgl 



// 



http://www.nc. . ./query .fcgi?cmd=Retrieve&db=protein&list_uids-5 817301 &dopt=GenPep 1 21 1 9/200 1 



